
Bioinformatics Tutorials by Santhilal                                    Assignment 2 & 3 Questions

Main Assignment 2: This assignment is to test your ability to use UNIX command piping to solve 
a task.

1) Download GTF file ' Homo_sapiens.GRCh38.87.gtf.gz' from ftp://ftp.ensembl.org/pub/release-
87/gtf/homo_sapiens/

2) Make Gene-wise table format with the following information,

Main Assignment 3: This assignment will test whether you are able to download a simple 
bioinformatics tool and explore its usage.
GeneSCF serves as command line tool for pathway or biological process enrichment analysis based on 
available functional annotation (Geneontology, KEGG, REACTOME and NCG). It requires gene list in
the form of Entrez Gene ID (UIDs) or Official gene symbols as a input.

Part I: Using GeneSCF individually on your gene lists

1) Download GeneSCF tool, http://genescf.kandurilab.org/ftp/geneSCF-master-v1.1-p2.tar.gz

2) Explore the help section of the tool and check how to use it

3) Consider number of background protein coding genes for the analysis as 20,000 genes

4) Use the tool to check pathways enriched in two gene lists containing gene symbols provided in the 
practice session (practice/gene_lists/H0.list and practice/gene_lists/H12.list) by using KEGG as 
reference database

5) Use the tool to check pathways enriched in two gene lists containing gene symbols provided in the 
practice session (practice/gene_lists/TumorNormal_fc2.list) by using KEGG as reference database

6) Filter pathways enriched in all three lists using p-value < 0.05 from the GeneSCF output (.TSV file).

Part II: Using GeneSCF on all the list in one-go (geneSCF_batch usage)

Please read the documentation carefully to run GeneSCF on multiple gene lists at once.
Tip:
1) http://genescf.kandurilab.org/faqs.php

2) https://www.biostars.org/p/108669/
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